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Research advances in resistance mechanism of Acinetobacter baumannii
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Abstract: As a kind of nosocomial pathogen spreading throughout the world, the multidrug- resistant(MDR) Acinetobacter
baumannii threatens patient's life so much that the prevention and treatment are challenging for clinicians. This review will

summarize the clinical epidemiology and the mechanism of MDR Acinetobacter baumannii’ s resistancy in recent studies.
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