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BE. 5% &SGR AZL LT (high risk human papillomavirus, HR-HPV) &Y I A — i 2 S BUR AR A 80 S0, B
TE A W 2R I 28 TT BB SR 1 A HPV RSB gt i kA B SUR A MMERE R . BA  SH3TBE M4 S 8UE S HR-
HPV B AR, e SURIBIIAIREES % . 5% BEEL 2021 4F 10 H- 2022 4F 3 A 82 TR E BER S —E T
EFERH T2, [RIRAT BAIE 43 W A A B N Lk IR 7 3 R 40 U I 1) 324 R (4F% 21 ~ 72 &) ARG, 40 #r
B A A58 5 HR-HPV B AHOCHE. 8558 324 (83 o HR-HPV BHME: 71 ], FHPEZR 21.919%(71/324); BIE A&
IEH Y 178 il HR-HPV BAM: 43 4], FAYERR 24.16%(43/178); BIERZESFH 1Y 146 #h HR-HPV A 28 i, BAM:ZE 19.18%
(28/146), BATEME 2555 45 i 4R M BIE R (bacterial vaginosis, BV) K BV /1[a] &l 37 f4i], HR-HPV FHIEZR 40.54%(15/37);
PAREII ] 32 45, HR-HPV PHIEZE 18.75%(6/32); M13E TR HE IE 8 fAAE RAE R 77 ], HR-HPV FHM:2R 9.09%(7/77). BB
FIERH GHBHNHIH HPV MR R TS 243 X (P>0.05); 5 BV K BV HjalHI4H | 58 R IE 5 FEAE SR RV 4 1Y
HPV FHM:R 22 R Gt 8 X (P<0.05), Logistic [MIH43#r iR, BV & BV Hi[E# &4 HR-HPV JRYL W HEATE & (OR=
2.240, P=0.030)., §138 FEREIL 3 F77E S0 UV % HR-HPV RO HEA (IR (OR=0.329, P=0.009). 45 BV KBzl 4y
Z 5 R RAE A A2 5 HR-HPV R YIAHE
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Abstract: Background High-risk human papillomavirus (HR-HPV) infection does not always lead to precancerous lesions or
cervical cancer, but changes in vaginal microbial diversity may be a concomitant factor for the development of cervical lesions due
to persistent HPV infection. Objective To investigate the association between vaginal microecological changes and HR-HPV
infection, so as to provide a reference for the prevention and treatment of cervical cancer. Methods A total of 324 patients, aged 21-
72 years, who underwent the microecological detection of vaginal discharge and the determination of human papillomavirus genotype
at the outpatient service of Department of Obstetrics and Gynecology in the First Medical Center of Chinese PLA General Hospital
from October 2021 to March 2022 were enrolled as research subjects, and the association between vaginal microecological abnormalities
and HR-HPV infection was analyzed. Results Among the 324 patients, 71 cases were positive for HR-HPV, with a positive rate of
21.91% (71/324); among the 178 patients with normal vaginal microecology, 43 cases were positive for HR-HPV, with a positive rate of
24.16% (43/178), while among the 146 patients with vaginal microecological abnormalities, 28 cases were positive for HR-HPV, with
a positive rate of 19.18% (28/146). Among the patients with abnormal vaginal microecological results, 37 had bacterial vaginosis (BV)
or intermediate BV, with a positive rate of HR-HPV 0f40.54% (15/37); 32 had flora inhibition, with a positive rate of HR-HPV of 18.75%
(6/32); 77 patients had normal vaginal flora with inflammatory reaction, with a positive rate of HR-HPV 0f 9.09% (7/77). There was no
significant difference in the positive rate of HPV between the normal vaginal microecology group and the flora inhibition group (P>
0.05), while there was a significant difference between the BV/intermediate BV group and the normal vaginal flora+inflammatory
reaction group (P<0.05). The logistic regression analysis showed that patients with BV or intermediate BV were more likely to have
HR-HPV infection(OR=2.240, P=0.030); and those with normal vaginal flora with inflammatory reaction were associated with
lower probability of HR-HPV infection (OR=0.329, P=0.009) . Conclusion Vaginal microecological changes caused by BV and
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simple leukocytosis are significantly associated with HR-HPV infection.
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TG4 L (y*=1.162, P=0.281), W# 1.
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Tab.1 Comparison of positive rate of HR-HPV between
the abnormal vaginal microecology group and the
normal group

Gl SHU

B G 178
BB S SR 146

HPVIHMER/(B, %) x? P
43(24.16)
28(19.18)

1.162 0.281

#&2 BV K BV thE B SRIEMESIERA
HR-HPV PRI ZLLEL
Tab.2 Comparison of positive rate of HR-HPV between
the BV/intermediate BV group and normal group and the
normal vaginal microecology group

Bl MU HPVIRMSR/, %) »? p
BHIE AR S IR 4] 178 43(24.16) 4174 0041
BV 2BV Ha] #IZH 37 15(40.54) ] )
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Tab.3 Comparison of positive rate of HR-HPV between
the flora inhibition group and the normal vaginal
microecology group
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Tab.4 Comparison of positive rate of HR-HPV between
the normal vaginal flora+inflammatory reaction group and
the normal vaginal microecology group
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Tab.5 Logistic regression analysis of influencing factors of HR-HPYV infection
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